KYB GROUP Research Highlights

KYBX T4 HILH—EZD
et vl 1 B e
BEInELL/

—
4 L:ﬁi"\:\‘-
=R

2025%7H

ES[:3=3Er M JCLA Journal of Clinical Laboratory Analysis vol.39.issue 14.2025

Age Estimation From Blood Test Results Using a Random Forest Model
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Age Estimation From Blood Test Results Using a Random Forest Model
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Actual age (y.0.)
Gender Number Mean SD Q1 Median Q3 Minimum Maximum IQR
Male 3043 4795 18.95 34.53 48.52 62.53 525 93.60 28.00
Female 8511 49.87 16.47 38.82 49.09 61.40 4.56 95.81 2258
Total 11554 4937 1718 3790 4899 6173 4.56 95.81 23.84
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( 1 ) (A) Random forest model (B) Lincar regression model
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Feature Importance
HBALc 0.163994
Ferritin 0.134489
Free cholesterol 0115059
Urea nitrogen (BUN) 0.095047
Albumin (ALB) 0.075884
Alkaline phosphatase (ALP) 0071181
Mean corpuscular volume (MCV) 0046920
Red blood cell count (RBC) 0.045560
Copper (Cu) 0.043293
Blood sugar (BS) 0041645
Free fatty acids (FFA) 0.036925
Alpha 2 globulin (A2G) 0.035531
Platelet count (PLT) 0.035518
Triglycerides (TG) 0.029847
Lactate dehydrogenase (LDH) 0029100
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